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[ Abstract] Objective To investigate the distribution of hepatitis B virus (HBV) genotype in
Guizhou and to study the relationship between the genotype and the progression of liver disease. Methods
786 patients with chronic HBV infection, from 4 cities of Guizhou, including 346 asymptomatic carriers
(ASC), 313 chronic hepatitis(CH), 77 liver cirrhosis (LC), 50 hepatocellular carcinoma (HCC) were
examined. HBV genotype was determined by restriction fragment length polymorphism analysis and the
subtypes were determined by direct sequencing of PCR product in 94 patients with HBV B genotype, the
relationship between HBV genotype and the progression of liver disease was studied by multifactor analysis
such as HBeAg positivity, HBV DNA load and ALT level. Results Of the 786 patients, 7(0.89% ), 497
(63.23% ), 275(34.99% ), and 7(0.89% ) belonged to genotype A,B,C,D, respectively. There was
statistically significant difference in the distribution of genotype B among Kaili ( 96.04% ), Zunyi
(78.79% ) ,Duyun (64.52% ) and Guiyang (53.14% ) (P<0.01). Genotype C was more prevalent in
Guiyang than in other three cities (P<0.01, or P<0.05). Out of 94 genotypes B, 93(98.94%)
belonged to subtype Ba, only one was subtype Bj. There were statistically significant difference in the
distribution of genotype B and C among various stage of liver disease (P<0.05 or P<0.01). Genotype B
showed a gradual decrease from ASC,CH, LC to the HCC group while in contrast, genotype C showed a
gradual increase in the same order. The ALT levels and the mean age were significantly higher and older in
patients with genotype C than those in genotype B (P<0.01 or 0.05). The HBeAg positivity was
significantly lower in genotype C than that in genotype B (P<0.025). Conclusion Data showed that
there were genotype A,B,C and D existing in Guizhou. Genotype B was the major one but genotype C was
more commonly seen. In genotype B, subtype Ba appeared to be predominant. The geographic distribution
of genotype B and C were different in some cities of Guizhou. Compared to genotype B, genotype C was
associated with the development of more severe liver damage.
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BEZERLSFFIRSER/FAER, THZ
RFRBEFEHBV) SN S MERE, ZRIK
fRA—E R ERE, B 5 HBV B3 E K R
FABERIBITRENRRR, Hit, 087K F i
REFRBHIH, N ZHFHHEAEFAHEIEL. )
Bt St A AR RE#T 8 HBV 2 E BB, X
RBRFRE-BRNFEETE" BRN ETEER
B {0 2 407 5 B3t X O IR 9 0 A AR B 2 R
WERFEEFRUNLENAERL . Ik— LR
M4 HBV % 5 2 53 75 , M 3R 2 B B 5 90 4% 19 A
R, RATH BN 4 43T 3L 786 Bl 18 1 Z B AT
RIWBRREHRIT T —WHEBR

HREFE

1B SR : & 2003 45 4 A 22005 4 12 A,
B 44 89 5 FH (493 #1) . 9L B (101 #) . L (99
1), #51 (93 #1) 4 3T HBV DNA FH #1918 ¥
HBV B B %, 3t 786 #il, 3tk 594 #, &t 192
B, WA 14~70 F 2 [H, R 2000 F 7 E LW
BT HIRRAE , B AR R #54 & (ASC) 346 #i], 18 1
JF % (CH) 313 B, FF8E4L (LC) 77 B, FF 40 Ha JiF %
(HCC)50 #,

2.5 A W 4B Bk 3 ml, B0 5 B
1.0 mlfd1.5 ml eppendorf B .0 4%, % HFTF - 70C
B -20C KB & RILFE BT BRI R

3.HBV mFHREDKN : F§ ELISA ¥ , 55 i1
BT RAE, BRI,

4.HBV DNA #:i : R Fi %% )t & & PCR %, ik
Il IRYI 22 " R, 5700 BB E B PCRY™
W EE ABI AR =&, BER ., REENS
B R AME R, <10° #£ 0 /ml H HAHESE
o RARNECFHEK L 1HE HBV DNA #F
B¥E 3

SHBVZHA B RAALAZEIK S ER
PCR-RFLP i, ¥ EHF: A&+ ##& HBV
DNA J&, L S, .S H551#1,S,.S, IANTIW(GERL),

FESERX PCRY ¥ SKE, W& Mbol \BstN 1
B BsmA I i1, iR BB VI R ik B R,
6.7 . Y A RRBE VIR A B EH A HBV
RIPHIREAR K PCR YA EEBENF, 5ihE
BATEERFIRAEEEBRREEER, WFEH
EEAETEMTERARER,

&1 PCR FrA5I9F5]

B (5 ~3") i E (at)
S¢(Outter sence) GGGTCACCATATTCTTGGGA 2814~2833
S, (Inner sence) CATCTTCTTGTTGCTACTACTG  429~450
S; (Antisence)  TTAGGGTTCACATGTATTCCG 842~822
C; (sence) CACCTCTGCACGTCGCATGG 1592~1611
C,(Antisence)  GGAAAGAAGTCAGAAGGCAA 1955~1974

7.HBV BER T &R 447: H PCR =¥ E# W
Fik, BABERXIR3]. FESTN: AILFH
#1# HBV DNA )5, C,.C, X51%, i PCR ¥ 3¢
C %t [ 383 bp 9 X Bt (nt1592~ nt1974), = ¥ H
UNIQ-10 #ifk B g fE B4R , A Big Dye Wl 53 57
BEITEDNAWMBFN EEENF, BT
) 1838 M MRAH, B B LR,

8. HI S - WBM L BER T E T ¢
BE,ROLBHEMA Y BB,

5 R

1.1 R %€ %t : 786 # HBV R ¥e 3 o, ASC 346
Bl (44.02%), CH 313 # (39.82%), LC 77 #i
(9.80%), HCC 50 # (6.36%)., ¥ ¥ £ #
(32.28+ 12.78) %, F ¥ ALT K ¥ (114.39+
114.51)IU/L,¥# HBV DNA &8 (6.96 £ 1.55)lg
# 0 /ml,HBeAg FHT: % % 58.02% . 7 4 AW 55T
L%, ASC 3| HCC, T B R R B Wi FE K, B
EFHTHERBZHEE, CH4AKN ALT K¥ M
ASC 411y HBV DNA & & ,HBeAg IR B EH
FHAA(P E¥<0.01)(F 2),

2. M FH A 786 IR E R, R AEFR 7
#1(0.89% ) ,B H: % 497 #(63.23% ),C HE

%2 786 | HBV B4 it BE ¥R

<3 £ HBe ALT HBV DNA & &
5 % (B1%) (M, %) (R (1U/L) (Ig # 0 /mD)
ASC 346 227/119 23.38+10.34 248/98* 28.79+9.19 7.42+1.03"
CH 313 255/58 33.39+6.17 179/134 173.64+121.49" 7.10+£1.66
LC 77 66/11 43.97+12.35 23/54 114.76 £104.68 6.40£1.25
HCC 50 46/4 52.90+11.23" 6/44 83.95+46.83 5.76+1.65
&it 786 594/192 32.28+12.78 456/330 114.39+114.51 6.96+1.55

* P<0.01
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275 #1(34.99%),D & 7 4 (0.89% ), KX X H E.F
HEAE, 786 BIBFFEXT R A, SR 493 41, % X T
99 B, YLE T 101 4, %S ™H 93 #l, B.C _FFE
HBVEHBE 4 BH WA ®RHENHS3.14%
(262/493)F1145.84 % (226/493) ,# X Ti78.79 % (78/
99) f113.13% (13/99), #5) i7 64.52% (60/93) F
34.41% (32/93),JLE T196.04 % (97/101) #13.96 %
(4/101), TR BERMM N, IEHEE,
MY BMOYTHK, ERHEHELK, ZREHIT¥EX
(y* 184 $1413.60,31.17,64.51, P {£3<0.01).
W CEEMMYIM, RHETHBE TILE B H
AT ( H 5 B H61.97,36.04,4.15, P 4 5I<
0.01,0.05) , ZRUERIT*BEX, ARMDRMEE
A TER T E &5 B L BIR /N, & R 4.04% (4/99,
4/99),

3ERRFHA ARFUBRPES 76,1
Hh 5 4 AiEE ASC 41,2 B4 4iZE CH 4., 78 D
HE BB E 515 A £ ASC(3 #1) .CH(2 i) #n
LCH2 B, FREARKX/N, RIEG ¥,
A1 B.C M EERFEBELRR PR, RN
ASC 4% HCC 4, B B 7E & 41+ (Y H 5 & Wi P& AR,
4y B R ASC 77.17% . CH 58.78% . LC 45.45% .
HCC 22.00% . # CH.LC.HCC 414 5] 5 ASC 4
ML, x* H451%25.71,31.02,63.56, P <
0.005; HAZHUBM BEYI A, EZRBERITER
X (P fE#<0.05), M CERBMARFHT NG
B WE, 45 H20.52%.39.94% . 51.95% F
78.00% ¥ ASC.CH.LC 44+ %15 HCC 4 H K,
x* 4 51%71.95,25.22,8.75, P {3 <0.005, C
HERME ASCHAM R, 5 CH.LC M I,
ERBERITEB X (Y HAH529.65.32.14,P H
¥<0.025);Z LCAM AR CHA R, B&45 1t
FREEREHEIZER X (Y’ =3.65,P>0.05)(F
3)o

4.B.C EHRBYE B IE RIFIE : tb#k B.C 2
AR ENIERFE, A0S BERMMK,C &
HARLENFEHFERK(:=8.29,P<0.01),F
¥ ALT KE& (:=1.76,P<0.05), {8 HBeAg FH

RN B ERMK (5’ =5.70,P<0.025), ZEHFIH
B HBV DNA & 871 ,B.C XEH A H % R L4 it
ZEX(E D,

®£3 ARIGKEE HBV BREMNERY S H

EHEEY
A B C D
5(1.44) 267(77.17)* 71(20.52) 3(0.87)
2(0.64) 184(58.78) 125(39.94) 2(0.64)
LC 77  0(0.00) 35(45.45)  40(51.95) 2(2.60)
HCC 50 0(0.00) 11(22.00)  39(78.00)* 0(0.00)
&t 786 7 - 497 275 7

* 5 CH,LC.HCC I, P {f#9<0.005; # 5 ASC.CH.LC %,
P fH3#<0.005; &S5 BURTR AR FESPBENE (%)

SEETRNT:94 6 BERNBRREED, B
£ 58 B, 4t 36 #, H o ASC 40 #1,CH 38 #1,LC
10 %], HCC 6 #l, FH C,.C, 51¥ PCR, ¥ =¥
L5 W R, 378 nt1592 ~ nt1974 BB HRFEH,
RE I HEREEI R SR, FHRMA L
EBEHERMAN N B TE, EEHRGHAIB T
B, WA R 93 4(98.94% )k Ba WA, {X 1
$1(1.06% )4 Bj A,

W

HBV EFE R F — & Bt B 1E , 7E AR FE
Wi X 18 ¥ HBV B E Ll B.CERE N E,H
EHREERBERBREE—EERY, BRLE
WU CRAEEY Meme BRARRA", 2HAH
£t HBV S #H i) PCR-RFLP ik, A R MY 4
AT 786 BliE ¥ HBV BB MERE M, &
BHEMEFFLE AB.C.D 4 F HBV %% B B
HERHE63.23%),C BHK(34.99%),AH D
Bk A BIR A (450.89%), R AR E.F #£H
B, ARMENARBT, —HFXEHBV EHA
MAHRFEER, I E.H9 . HXH BEHA
MG RE, BERET CEEUNIGHNEBES
FHAM 3B, IRRARE BT, EENHHR
St 8 X ¥ A 7 PH BE 2 Bt B} U 5 B B 112 B R e Bt
BREE REWBEERNPRLZERBLE KM,
WA DRREHEWT B.CEERKNE M.

ik
xm P

ASC 346
CH 313

#4 B.CEEE HBV RS 1Y ik FKAFE

EHEA % HHAB/X) ERH(M, ) HBeAg F#E( %) ALT(IU/L) HBV DNA & & (ig # Il /ml)
B 497 378/119 29.80+11.49 306(61.57) 115.02+114.44 6.90+1.42
C 275 213/62 35.36+7.31" 145(52.73)° 131.23 £127.30% 6.86+1.10

it 772 591/181 31.78+10.49 451(58.42) 124.12 +116.04 6.89+1.31

5BEEMHE, » P<0.01, # P<0.05, A P<0.025
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