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[Abstract]  Objective To understand the epidemiological characteristivs of enterchaemorrhagic
Escherichia coli (EHEC) O157 and 1o determine the degree of its genetic relations. Methods FPolymerase
chain reaction (PCR) techniques and chromosomal DNA digested by restriction enzyme Xba I according to
PulseNet directions by pulsed field gel electraphoresis (PFGE) method were applicd to 300 E. cofi 0157
strains isolated from patients and animal sources from 1988 to 2005 from Henan, Jiangsu and Anhui
provinces. Resulls Very high prevalence of stx2 gene in EHEC 0157 @ H7 strains isolated from some
provinces of China was found and variation exisied in some steains. We got 161 PFGE patterns from 300
strains,. The stz2-producing strains could be clearly separated from stx2 variation-producing strains.
Conclusion The variability of restriction enzyme-digestion patterns of (157 genomes suggested that the
presence of some genomic diversity among the strains did cxist.

[Key words ] Enterohaemorrhagic Escherichia coli O157; Pulsed field gel elecurophoresis;
Polymerase chain reaction
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3. FEIREM: Tag DNA RS0, dNTP W H
AN TERFEAA . W RE T AT
e DNA 2218 Marker, BRI R YIRE Xba T
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4. F BN .PCR A EE M] 2 F /Y PTC-
200; B #h 8 B 2 7k {X % CHEF MAPPER system
{Bio-Rad USA); B Fe {2 £4 2 GEL Doc 2000
{Bio-Rad USA) ; /KB FK H Grant OLSZ000( Grant
England) ; # B {% 7 Densimat ( Biomerieux France):
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USA).
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($£ 24 # ). EXHX0L. 0003 #F %1 (3% 12 ¥ ).
EXHX01.0005 B (4t 15 #) .EXHX01. 0006 45 &
(4L 14 #£). EXHX01. 0008 # & (4t 17 #).
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38) M HR A R Bk, TR & DL EXHIX01. 0007 %
{4/25)F EXHX01. 00010 B (4/25) 69 B M A 46
SR, EELL EXHX0T. 0009 %5 8 (4/4) 65 5 H
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EXHX01. 0008, EXHX01. 0012 H# M I F, sex2
FEEANNERETRERN TSR, T HEE—
EHHR. HEZ T, 7 a2 HER KB KR
ik 8 4 (11/40), BI EXHXO01. 0001 ( 8/40),
EXHX01.0002 1  #k2% E (21/40) , 77 B K B &
W E AN Fr= sex2 BRERNERBE DTSR

W% EHEC 0157 :HY Bk A EHENE
ETMERWEM Ak TREDT, KA EHEC
O157 H7sex2 BEEMEMBEHRA w2 BHRERAY
W ET AR PFGE #5], RART A Eitk2
BFEF—ERRYL . BREWIEREERT IR T
AFMEER HRBRZ MG XLEEIL. FERK
FHABAT sex2 THFEE vha WEHED THE
HEA LA THAFE asx2 BEATHEARFH
1S1203 A P S 3 T &N H 1A, oAl ™ sex2 RS
TE vhe WHAMMWBENHEEGTTH -HH
#5.

fii {28 8 CDC EF M AW FE iRy L7
T THREAEERE 0157 H7 B PFGE HiF
B, B EESED 0157 HT EHk M- T4
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B EBRE LB A Mz 4. BRI

PulseNet China, BL PFGE 4y 43 8 4% 0 (4 O157:
H7 ¥ 36 O 3 BB, g BF 57 R [ B e o, 18 8
FEHE R, N EHEC 0157 H7 Bt 154 il 42 4%
FREE. ITREEOE  FRINETERARE
BT, AR R A ERORERE, 2 R 4G R
B, ERBERBEAE 0157 MR KN, ¥ 7
B R K E N PFGE A7 RS 1R 1= S e Hi
X, 0] e e 5t A A 0 B L, A AR
LEANEHRRERHELER.
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