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{Abstract] Objective Using pulsed field gel electrophoresis (PFGE) and polymerase chain reaction
(PCR) typing to analyze strains isolated from two outbreaks caused by Shigella sonnei and to trace the
source of infection. Methods Virulence genes ipaH and ial were detected by PCR and PFGE was used to
subtype the isolates. Patterns were compared, using the software BioNumerics. Results Within the 54
isolates, all were ipaH positive with 48 as ial positive. Strains from the Chongzhou outbreak were clustered
into 4 PFGE patterns, with the predominant pattern accounted for 72% of the analyzed strains. The
pattern of strains isolated from the cold pork with sauce was identical to the predominant pattern. The
strains from Dayi outbreak were clustered into 8 PFGE patterns and the predominant pattern accounted for
56% of the test strains. Conclusion Strains from the two outbreaks were quite different and the ‘cold
pork with sauce’ seemed to be the major source of infection, causing the outbreak of diarrhea in Chongzhou.
The sources of infection of the Dayi outbreak might be complicated whereas PFGE showed a discriminatory
and reproducible laboratory tool in the epidemiologic investigation on outbreaks of diarrhea.
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