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[Abstract] Objective To explore the relationship of polymorphisms of D17S1878,D17S932 sites
and essential hypertension. Methods  Sixty-seven pedigrees were collected at the region with high
prevalence of hypertension. The polymorphisms of D17S1878 and D175932 sites were genotyped using
Genetic Analyzer and GeneScan Software. Case-control study in sibs with different phenotype was carried
out and logistic analysis was used for multivariate analysis. Results There were significant differences on
the distributions of age, male, drinking, average systolic pressure, average diastolic pressure, the
characteristics of rash,body mass index (BMI), total cholesterol amount, triglyceride, low density lipoprotein
(LDL) between the hypertensive-affected sibs and the normotensive sibs ( P< 0.05). There was
significant difference between the affected hypertensive and normotensive sibs in the D17S51878 site (P <
0.05), while there was no significant difference in D17S932 (P> 0.05). After non-conditional logistic
analysis, data showed that both sites were not included in the model, while age(OR = 1.044,95% CI :
1.019-1.069), drinking (OR =2.644,95% CI:1.778-3.932), the characteristics of rash (OR = 3.078,
95% CI:1.721- 5.504), triglyceride ( OR= 1.305,95%CI: 1.016-1.676), LDL-C (OR= 1.787,
95% CI:1.296-2.646), as risk factors, were included in the model. Conclusion The polymorphisms of
D17S1878 and D17S932 possibly were not associated with essential hypertension.
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£33 8 5z Waldy df s Exp(8)(95% CI)
i 0.430 0.012 12.012 1 0.001 1.044(1.019~1.069)
il 0.972 0.202 23.080 1 0.001 2.644(1.778~3.932)
PG SR 1.124 0.297 14.377 1 0.000 3.078(1.721~5.504)
TG 0.266 0.128 4.348 1 0.037 1.305(1.016~1.676)
LDL-C 0.580 0.164 12.537 1 0.000 1.787(1.296~2.464)
W -1.79% 0.506 12.587 1 0.000 0.166
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