-

+ 696 - FAERITR Y 4E 2008 4E 7 A% 29 %% 78 Chin ] Epidemiol, July 2008, Vol.29,No.7

- 59 W -

JUIRAE 2007 AR 2R AL I B0 DR AR 20 A

Ry FiAE FEH s FERL FMEX E5E RAR HEA

[(RE) BE 52007 F7 REBEAME S BHRABE LT, WRARBXRTRRHER
ZEURBEEFSERSHEN S BHRZ BT, FE STEESRUE kTR
YR R BB R EKEAR, SRR XA E AN R d 2 ELEES R
o 3 B I AR ) B B AR IR AT 57 F 46 SR RO A RN S AR B O AR bR, BER 2007 4R
M REBRLERE PR 31 BREEHR, 35 3 B B, (RSB B0 O1 BERS AT Y 1d, R IF 3 X 5% 1l (99 5
MR 1d RS T BUARML B FE94. 5% ~ 100 % ZI8] % LMW 43 Bo bk 16 Bk BRI T, 5B
BRMEH S —BEE AREYRNEL SR SUNERRRERE. §i8 R4 2007 £EEH
R ERART R 1d BAk N 2RI, BN RAT R IRIE . FHHS TR BRI RS B8
B SIHT , I3 Xt AT A TR A

[%@im] EALIE,; MobpEamik; REHH

The etiologic characteristics of Vibrio cholerae in Guangdong province in 2007 DENG Xiao-ling”™ , LI
Bo-sheng , TAN Hai-ling, SUN Li-mei, KE Bi-zxia, KE Chang-wen, WANG Duo-chun , KAN Biao,
ZHONG Hao-jie . "Guangdong Province Center for Disease Control and Prevention , Guangzhou 510300,
China

[ Abstract] Objective
province in 2007. Genetic relationship was observed including among predominated biotype isolates from
different areas within the province and among same biotypes isolates from cholera cases and regular
surveillance. Methods Isolates from cholera cases and through environmental surveillance were typed by -
sero- and phage- typings. Similarity of molecular fingerprinting was analyzed through comparing the pulsed
field gel electrophoresis(PFGE) pattern of predominated biotype isolates, and those of the same biotype
isolates from cholera cases and environment surveillance, respectively. In addition, genetic relationship was
determined by clustering analysis, using bionumerics software. Results In total, 31 isolates from cholera
cases were collected and subtyped for 3 serogroups. V.cholerae Ol El Tor Inaba phage 1d was the
predominant biotype which causing most of the cases in Guangdong province in 2007. Data from cluster

To analyze the etiologic characteristics of Vibrio cholerae in Guangdong

analysis showed that the similarity among Inaba phage 1d strains from different areas were from 94.5% to
100% . However, 16 isolates were collected from environment surveillance programs and the predominated
biotype could not be found. Additionally, the biotype distribution of cases isolates was not consistent with
those isolates through surveillance. High phylogenetic diversity was observed for the same biotypes isolates
Our data showed that V. cholerae Ol El Tor Inaba
"phage 1d was the predominated biotype with multi-clone coexisting and circulating in Guangdong province
in 2007. It also appeared to be the characteristics of cholera in the non-epidemic period, suggesting that it
was necessary to enhance the alert surveillance programs for cholera epidemic based on the molecular typing

from cases and surveillance samples. Conclusion

techniques.
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