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[Abstract]  Objective To investigate the association between methylthioadenosine
phosphorylase (MTAP) gene single nucleotide polymorphisms (SNP) and myocardial infarction
(MI) in the Chinese Han ethnicity. Methods 432 patients suffered from myocardial infarction and
430 controls were involved for case and control groups, respectively. Nine tag SNPs in MTAP gene
were selected and genotyped. Results We found no significant association of selected tag SNPs with
MI in all of the samples. However, in stratified analysis, significant association was observed at
157027989 in male subjects. The risk of MI increased by 26% (P=0.005) for male subjects of minor
allele carriers in a dominant model. The increased risk of MI at 137027989 remained significant after
adjusting for confounding factors. Conclusion MTAP gene might be involved in the etiology of MI
in Chinese Han ethnicity.
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134399022 MI4 263(63.9) 133(32.2) 16(3.9) 0.901 661(0.80) 165(0.2) 0673
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POkicE:] 79(62.7) 41(32.5) 6(4.8) ’ 199(79.0) 53(21.0) -
153802392 MI4 103(92.0) 9(8.0) 0(0.0) 0081 215(96.0) 9(4.0) 01n
pogi:e:l 111(85.4) 19(14.6) 0(0.0) ) 241(92.7) 19(7.3) )
157047648 MI4 45(39.8) 50(44.2) 18(15.9) 0.103 140(61.9) 86(38.1) 0.052
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fEp & OR{Y 95%CI P&
it 1.014 0.990 ~ 1.038 0272
BMI 1.059 0.990 ~ 1.132 0.094
RAAE 10.965 6.378 ~ 18.852 0.000
his 0.535 0.308 ~ 0.928 0.056
B MRS 5.380 3.259 ~ 8.880 0.000
BRAS 5.065 3.128 ~ 8.202 0.000
-4 1.147 1.032 ~ 1.874 0.012
157023474 1.548 0.737 ~3.251 0.248
157027989 1.282 1.041 ~ 1,594 0.022
184399022 1.098 0.757 ~2.302 0.206
157850937 1249 0.736 ~2.119 0.411
1510118757 1.144 0.592~2.210 0.688
153802392 0.986 0.412~2.359 0.974
1s7047648 0.853 0.555 ~ 1.310 0.467
rs4129861 0.417 0.164 ~ 1.061 0.067
1510117507 0.618 0.392 ~ 0.975 0.039
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