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[HE] BH FiTHBsAg Bt # I HBV-DNA (AR B E 3 Hgrd: L& 4 HBV R
BREHEBOEW, & X161 $HBsAg BRI AE R HH 4 )L (7R M HBVM 2Btk
{¥ HBsAb FH#£ & HBV-DNA 3 4 Bt ) HBV BEL R #4T A A 587, FH ELISA 8 HBVM,
FQ-PCR B4 1fl 7§ HBV DNA H Bk, &R (1)1 HBV-DNA £ B/K ¥ 554 LB
ifii HBV DNA FRH:FE7E R B R B 32 R A H(*=64.117, P=0.000) , A 3EIfl HBV-DNA=1.0X 10"
copies/m! i #4£ LI HBV AL B E HALE KT B EH F <1.0X 10’ copies/mt A (x’=71.539, P=
0.000) ; (2) HBeAg FHYE4H 55 HBeAg FAYEA LR H B4k L) HBV-DNA FH# R E R GITHERE X
(¥=6.892,P=0.009), % A ¥EIMEHBV-DNARBKTFESRELEHBY X REHEBTE
%, Ff % HBV-DNA S Inm L7, HAEELmER kg R ; AR LT HBV-DNA>
1.0X 10" copies/m! &t HBeAg FAt: R HBV AL B E H B MER KR,
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[Abstract] Objective To study the influence of HBV-DNA with different load levels of
HBsAg-positive among fathers on the rate of neonatal cord blood HBV-DNA. Methods Using
HBsAg and HBV-DNA as screening indicators for pregnant women and their husbands from an
obstetric clinic. 161 pregnant women whose HBsAg and HBV-DNA were negative, but HBsAg was
positive among their husbands and their newborns, were selected. Blood samples from those pregnant
women, their husbands and their newborns were collected to detect the related indicators. Using
ELISA to detect hepatitis B virus markers (HBVM) , and FQ-PCR to detect the levels of HBV-DNA
load. According to neonatal cord blood HBV-DNA detection guideline, newborns with cord blood
HBV-DNA positive were selected as cases, others as controls. Results (1) Result of the study
showed that there was a dose-response relationship between paternal serum HBV-DNA load levels
and neonatal cord blood HBV-DNA positive rates in newborns (trend y*=64.117, P=0.000). The rate
of vertical transmission of HBV from HBsAg-positive father to infant in the paternal serum
HBV-DNA =1.0 X 10’ copies/ml group was significantly higher than HBV-DNA<{1.0 X 10" copies/ml
group (x*=71.539, P=0.000).(2) There was a positive rank correlation between semen positive
HBeAg and vertical transmission of HBV from HBsAg-positive father to infant ( x*=6.892, P=
0.009). Conclusion There was a dose- response relationship between paternal serum HBV-DNA
load levels and neonatal cord blood HBV-DNA positive in newboms. Paternal serum HBV-DNA =
1.0 X 10’ copies/ml and with HBeAg positive status were risk factors of vertical transmission of HBV
from HBsAg-positive father to infant.
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70% ~ 90% M A BT —50H HBV S 77 EE AL
W, FHAERER AR 1EY HBY Byl HBV
REENEERRZRZ—>, UAHFXHBVIRE
HEBKFHHARES  ARBELEREREKX,
S M4y FHE Y% f E T HBY M52, & 0F
3E %t 161 4 HBsAg FH¥EAL 35 HBV-DNA B & 5 H
4 JLHBV-DNA B E #7047, &SR MEW T,
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1. X4 : 2007 4E 9 H 2 2008 4E 12 A X =R &
W a] 9% 1 P T @ 32 10 HBsAg FA#: . 3k HBsAg fH
i, e R A AR @B iR A, £ A tE
A & T % & = @30 B # Bk il 47 HBV #r X 9
(HBVM) & HBV-DNA # #i , 2 4 2 5 5 HBVM
4 BAE S {U HBsAb [H 1% & HBV-DNA B # . 3L R 1ft
HBsAg FHHERIZEEAE BT 5 B AR A B,

2. kB SEm AL A B A 77 1 16 145
Zo WMEFSZEE M R R (ZHF)BXE”
Bl (ZFERRT) , KRR TIFRXT "2
FH#E (X HBsAb FEtE# , B MR H LR BB E T
“THFRITE”, T R BIE M TIBR SRR 8k M
A2, “A=F" (HBsAg.HBeAg.HBcAb ¥ H
#),8“/M=PFE" (HBsAg.HBeAb,HBcAb 14 fH )
5, 1 (HBsAg.HBcADb ) , 2 kAN R ES
AT, MENHERERDEEZ R L,
FH 48 HBV-DNA, ZK# KMl HBsAg FAPERIR
EENHRRE, ZeZEMEAERERE,

B AR BEEA T 43 i s BRI bk Al
HBVM # HBV-DNA, PA#i & Z¢ 184 X HBV &3,
B K PR B HERR B G HE I P B, SR A BT R R BE
B4 )Lt A B B4 1 £ B HBV-DNA, Z<BF 73tk
£ HBsAg FH#:AC 3 161 61 Bog Ak L 161 6,

HBVM Kl 3% F ELISA, iR &P Y T
BARARRM, RARERGERANSHRER
Tl AR E R & BT, 1§ HBV-
DNA #: il 3k fl FQ-PCR ¥, XA & YL B4 Y
TRBMAMRARRE, RIRRERSERANYH
PCR Z %M A B i 1A S v A 54T

3. Zr bR HE - R FQ-PCR R Ml A JLIGF 4 1,
HBV-DNA=1.0 X 10° copies/ml 3 5% %1l 41 , Jbf 4 Ifi.
HBV-DNA < 1.0 X 10° copies /ml Jy%F FR4H

4. Feit 3434 R FA SPSS 16.0 B4 1844
HHE SRR AR, TR R F K58 A Fisher’ s
HRERERE ., P<0.05HEREHITEENL.

Z R

1. N O2E5RAE - 161 PSSR PR T K324 %,
B/N26.1% , EHAERR (29.27+3.17) % ; SULAREE 4
A /N R /NELAT 961 ik 1481 PR R E 41
Bl KE X LAY 97 8 Bk A R 44 MK 19
Bl S E T AR 248 . TA 536 T 614; B
32 X 98 41l RBIX 49 ) A hT 14 6

2.8 LS 161 Bl A )L B2 10341, &
Bp A RHERS G, HEILTEHEE
(3.331+0.40) kg, THFIE K FEAG . 36 Bil/BF4# ifil HBV-
DNA & #ll 5 PHE R34 LRI AR Bl d , & 1256
B LA A, REIE S BAFHE LGS
R KEE K 108 Apgar P4 B A
LR B EE XA I H A S BHE R (A i 8
15 Rt AR B 5 P9 I ) 24 AT E A, B
BEMLY(PHEHIE>005), 4R EHHBV L BE
BN EE SIILNERSE B AR (E D,

#1 HIG S BARAEILER

opii:]

% B v S T

MG W 79 26
o 4 10 £=1.003 0317
ZuE. 39.11+1.23 3897+148 :=0.574 0.567
HAERE (kg) 3344037 3334037 :=0.130 0.897
HAESK (cm)* 49.62+1.55 49.81+1.51 1=-0.660 0.512
HEHN(BI&) 78/47 25/11 =0.602 0.438
1435h Apgar i¥43> 9.81+047 9.78+0.49 :=0.338 0.736
Bk LR 14 7 £=1.027 0311
A HEMRIBERR 4 1 £=0017 0.898

xts

3. AL M ¥% HBeAg 5%74: LI Il HBV-DNA
FHAE BRI H e 2T : LASL 3R HBeAg 6 FAYE S N
W4, BT 7% HBeAg 5 %14 JLIF 4 il HBV-DNA
PEtERIKX R, 4R BN HBeAg P4 5 HBeAg
B4 AL 3 2 Rl HH 42 LY HBV-DNA [EtE £ 7
B E L (P<0.05) , & U HBeAg LA RA
A3 4 JLHBV-DNA PRt % [t HBeAg FAHEALRA R
(#2),

442135 HBV-DNA £ 5354 LA il HBV-
DNA FEPEZR AT KSR ILTE HBV- DNA#
BHEEIRES N 7 MEHTR, SR B REE R
i HBV-DNA £ & W 7+ 5 , $1 4 LB 4 il HBV-
DNA FH¥E 2 Z 8 78 , OB AC ¥ L HBV-DNA
REQR HBVXREHEEEER  NEERER
MRFR (HaHn'=64.117,P=0.000), RF%3,
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R2 AEMEHBeAg 554 JLHBV-DNA [
LB

HBV-DNA
AC3E 7% HBeAg Free U i

FAtE (23 B (%)

Bt (n=89) 76 13 14.6
F#(n=72) 49 23 319

Ait(n=161) 125 36 224

£3 ¥ HBV-DNA 8 5HBV X BHEHEHE

V SAES
HBV.DNA 3 & FiAE LI L
(copies/ml) KL HBV-DNA FR#:4(%)
<10° 40 0 0
10°~ 16 0 0
10°~ 18 0 0
10°~ 25 4 13.79
10°~ 19 7 26.92
10"~ 7 14 66.67
=10 0 11 100.00

KT #—# ¥ L+ HBV-DNA #9fa]
BEKFRFEILEE HBV X BREHEENER
RE , AP FRAREE M F HBV-DNA £ 87K F 45
BEANMHRERE—SHTRE, hTARRH
SHAREAR BB , AT X B R K M, FEHT A
JLEF il HBV-DNA FH 4 2R A0 0 9 20 247 &, W)
AL 3% [fl & HBV-DNA K434 1.0 X 10’ copies/ml
1 <1.0 X 107 copies/ml #§ 4~ A i# 7 ¢ K & (P<
0.01), %4,

#£4 SLEIMLTE HBV-DNA ARFIKER HBY 4252

E KT L
HBV-DNA &£ Fidk JUBT 47 I
(copies/ml) MIRA I HBV-DNA F#£3(%)

<10 118 1 8.5
=10 7 25 78.1
T .¢=71.539,P=0.000

15 B

1 B LB YRS )R - B T HBsAg FR¥E B HEH
HBV-DNA EXS T § Gk L8 & REEHL JER
YER X FPREHL AR AR S T BB S B0 e YR
FiaEt, BAi%T HBsAg FAtEBHHAILME
TR RPFFEE W BTARBTFENR G A Roxt IR 37
A LA A BOREEATHORR , W X SE BRI T AT R
BRI Bt AR T LR = R AR WA
B 5K 109 Apgar 5 FTAE LR B RE A
FHMANIMBBREE R T B L5, HMA
¥R LB JERe R A . ABTSTHER HBsAg M

LEHFEILES K4 HBV KB EHIEE KL
KAEKEERBEERXHEEW(E1), 5Hib
BH9E & B HBV e 3545 F 4 (o P W 20 28 L (AR Xt
BEBEWNE  IMAE 5= S B4R
KBk LI B9 XU AR [

2. HBV X BEHEHKF : UM EHRLS R
R HBsAg FHHE R FEHF A ILBEPAEHER
B HBV BRIt %, B HBV B i e A8 (HR X
FHAEBEEMAMEMERKE, BEBHE—K
gt , HIFER—J o] g2 R b TR TR
M2 WiARHEARGE— , 75— 75 1 Al BB BT 5T %
BHER, AHRERERHBVIBREAEER
$122.4%(36/161) , FoHP AL 5 HBeAg PHYEZH K 32.0%
(23/72) , 538 HBeAg A4 7 14.69%(13/89)

3. SLFE I HBV-DNA B B /K ¥ 5 HBV L i
BB KT BIH AT - AR5 161 43 5L 3 L 75
HBV-DNA KA 1224 2 BEtE, H HBV-DNA %
4 75.8% , HBV-DNA # & 7£ 2.39 X 10° ~ 6.32 X 10°
copies/ml Z [8] , S35k B 47 3.85 X 107 copies/ml,
T A0 4T AL 3% I HBV-DNA A ] 8 &k
ExfH A LR A HBV L B E B AA4E MR, 3Gk
Il 7% HBV-DNA £ & /K F K Bl &2 R 7 1B R
WMARTEAR TR B, R R E R MLIF
HBV-DNA #&/K -7 , $4: LB il HBV-DNA
FEME R B ZEET & (R 3), BIACSEN # HBV-DNA
AFEBEAKEX F A LR E HBV X B EFH M
%,BEE LR MIE HBV-DNA # Bk R A5, K#H
HILEA HBVR B EHERNARERINS, 58
A AIZEE B A 25 RAH ]

R T #E—# 4347 A 5E i 7 HBV-DNA Hfa] Fh
BREKFRHEILEE UHBV LB EHEHENER
H R, PR 55 3 17 HBV-DNA R B K4
BAWNERE—FHTRE., SRERLFENE
HBV-DNA=1.0 X 10" copies/ml it , %7 4 JL i #F i
HBV-DNA FH 3 @ E 30, 5 3 11 7§ HBV-DNA {
7E =1.0 X 10’ copies/ml £H 5 <1.0 X 10’ copies/ml £
Z [a]iF HBV S B8 AL & F A 2 70.0%(P<0.01),
7~ AL E i 7§ HBV-DNA 2 & /K ¥ 77 & " HBV
REEHEEBOKRERTD, WLURXFMLE
HBV-DNA {E[%Z 1.0 X 10’ copies/ml X T &, 7] i/
70.0%F) HBV X BEH L HENER . FHHABRIA
34 HBV-DNA=1.0 X 107 copies/ml & &t 4 JL & 4
HBVRXBEHEENRERE,

AR LR, Bl HBV A B 5 B AL H#E %
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{25 HBV-DNA B R EK V- HBV BH#HE,
FERWERHT RGA B TR BIRIT , SUR M
HBV-DNA # & 7K F<1.0X 10’ copies/ml B} FifF 5,
] B E MK HBY L BEEHAHE K. EHl T4
REEARR /D, X FLE MK+ HBV-DNA B E K
FE TR BB KF A BRI H A L& 4
HBV X B HEH, MiA R T —PBIRIEEL.
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