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Automated ribotyping of Salmonella and Staphylococcus aureus in food poisoning of Guangdong
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[Abstract] Objective To understand the genetic polymorphism of Salmonella and
Staphylococcus aureus in Guangdong province, as well as to explore methods for identifying and
tracing the source of these two foodborne pathogens. Methods Using the automated ribotyping
system, two foodborne pathogens were tested with either EcoR I or Pyu Il restriction enzymes.
BioNumerics software was then applied for image analysis, database establishment and other
corresponding analysis. Results Digestion of 32 Salmonella isolates with Pyu I yielded 19
different ribotypes,and digestion of 14 Salmonella isolates with EcoR 1 yielded 2 different ribotypes.
Staphyloceus aureus isolates showed greater genetic diversity , whereas EcoR [ digestion of 49 different
isolates yielded 31 different ribotypes. Conclusion Unique Salmonella and Staphylococcus aureus
isolates could be identified through ribotyping. Although Salmonella serotyping and ribotyping were
not strongly correlated, the combination of both restriction enzymes could be used to more effectively
identify the genetic relationship among different strains as well as the source of food poisoning. Thus,
not only could the genetic relationships amongst the different strains be inferred through ribotyping
skills, the source of food poisoning and mode of transmission could also be determined under the use
of this method.
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R ME S U EEEZ BN T AR
®.BEHATEREND> FRITHR¥MR. 5H
sy FoRi AL, RAAEE T BEMERS
FHEBHA BRH TEEEERS RS T2E
EHi 0.5 Bt RAFHELI# A Bk
BAEMB TR EERE S RNBURE"S,

B 3T 1% A Pou 11 71 EcoR 1 8§ %t SAL #4178
VEUR R A 48U, ¥ 8E K15 1 7 &%) rDNA & i, % 8H
Poull M EcoR 1 FRHITEA LI BEXT SAL A R IFA4y
RfE S, B X SAL #E47 il 1 40 B A M A 5 B
438, B BN B (W) 0] B A8 R A R iR B i B
iDNA B 5 M E# R L EHE X, BAREE
ARX BEEAFHMEEHERAKNEZLR AR
YPHENRE. WA RPEKBEX SAL B+
BEWEFESRAGHEK; BEMBX SALEY R
ARERH TR S RBYS|E, W, SAL & P408-
7-S~1 L H AR (21.88%,7/32) , A R B
HILRS BRI RGBT, BRI ERA
FIRBRBRENTEE,

EFH EcoR 1 B, Xt 49 Bk SA AT bR KA 4
R, 5185 1.1 ~48 kb IDNA RS A, RIEH
PK 7= A ety B0 B FAR S AR AOSRBE R IR) , 49 Bk SA
509 31 AR B TE 9.2% ~ 99.3% , AL
BRHBRELEEE. HPHEHR 28 F) M
M3 ERYPFEFHHEEREEITYPENE
Bo. 20 P RYFHEEHREHETFHELF
FRHOBRRTSA, EMTHRERT RS, FXE
AERABRRMBRERE . EFE—EHR. &
Bk 08ZS005 #11 08ZS006 o] 8t 1 T K W 7 TR K
B, 5FBNEY FEEEXX G RMNEE, B

EREEEREKER  SREBHY S BEHREE
1~2%DNA A EIR 2R  HLHE 2 83.2% , REHR
FHRXR, ARSI,

£E AR, ) F BioNumerics #54 %F rDNA $§ £(
B AT , AN AT LAHEWT B AR BB SRR R R , F

AT LB Y P R RIE L R
CRBAN B I T\ B B E B+ X A A1 )
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