TR 22 2011 £ 10 H 53285 10 Chin J Epidemiol, October 2011, Vol. 32,No. 10

<1051 -

.30 . BEALKWMEBRSE K AL FEEBEY,
AR GERGER L, 2009 FEMNTEROK) =R PEKREY
EFLINE , BERD 2010 E SN R K PR N BEINE, B/
R AT 3MER . 7E2009—2010 FF MMt SRE KRR R
BRMEE, KB R, Rt K, & & BEREN R
B RS ULIKREMER R, BEERIETLIK
BRI — o 2K W 500 PR 1 90 05 SR 8 3 7K R AR Pk 2
BE, EREATERES, XRESHMRR R S5%5HE
X, A EIREEIMEERART #E, KGR
Xt 5 A E T ERNFED ALK, BELIAELR
MR

BIERCTRBIRFANTIESREF, . KEAT
BB, SR S i, BE AR, NG B R Zot B
BEE D FEWFERRBINRBIA, 2 CT B0 X B R HXT R
FHRNEE, FTEFEETOILHRITHMOII B EH
0! e SN B EE A R CT BT Zot LT, 3278 B2
P EALIE B B TR R X ddE™
RN =B, H A ERARBRI AR,
Boh EREE&RET  BALIEIEP=%4k CT M Zot Y EATERT,
WA B RAKBREEERALZRREE", RREHLH
BHRBEAEKRCTRNER A, H Zot A IBR. FK
WA , B AR e T X EELINEE A E 3 M, N XT S
3k 7K 7= i S AR W 45 B 5 BB A 4T PR B EE A E L B LE B
FLI R FWETo

$ * X W
[1] The Legal Office of the State Council of the People’s Republic of

China, the Ministry of Health. Definition of contagious diseases.
Beijing: China’s Legal Press,2004:206. (in Chinese)
BHREHIAE, TEBW. PEARCMEERHEEGEE
X JLFE - E L A, 20041 206.

[2] Huang YL. Clinical Infectious Diseases. Beijing: People’ s Medical
Publishing House, 1990:247-248. (in Chinese)

BE2 CABRERFSE L : AREE &K, 199:
247-248.

[31 People’ s Republic of China KGMM. Cholera Prevention Manual.
Beijing: People s Medical Publishing House, 1999. (in Chinese)
g A RICHIER T & BEmEH &, BALPIGFM#. b5 AR
TR, 1999.

[4] Qu M, Huang F, Yan HQ, et al. TaqMan fluorescent PCR in
V. cholerae virulence gene detection. Chin J Prev Med, 2008, 9
(6):546-549. (in Chinese)
fe, I, K, % TagMan ZIEPCR R EEILIMEE S
FHEBM FER . PETBTEYXE, 2008,9(6) : 546-549.

[5] Yan HQ, Li W, WulJ, et al. Together by non-toxigenic Vibrio
cholerae cause diarrhea outbreak investigation. Chin J Epidemiol,
2006,27(10):918-919. (in Chinese)

FESERK MG RE L% — R ERANET RREREN
WA, PERITIRFRE,2006,27(10):918-919.
(WcHé A #3:2011-04-05)
(B4 7 )

JNT2010FEE4RFEN L BRI EREF AT

ot GEF KR FE FRE X&HE 14

(k@A) 4BBERE; EEE

Isolation and E gene evolutional analysis of new emerged
type 4 dengue virus from the outbreak of Guangzhou in
2010 HE Peng', BAI Zhi-jun’, DI Biao’, LUO Lei’, LI
Kui-biao®, WU Zhong-dao', WANG Ming’. 1 Zhongshan School
of Medicine ,Sun Yat-Sen University , Guangzhou 510080, China;
2 Guangzhou Center for Disease Control and Prevention
Corresponding author: WANG Ming, Email: wangming@ gzcdc.

DOI: 10.3760/cma.j.issn.0254-6450.2011.10.023

XL B . BFHH E KL (20092X10004-306, 2009ZX 10004
309); I E 2 AR H (2009-YB-228)

YE& 207510080 M, LIk FILIEER (I . REH); T M
MRS P (AEE K PE. TR W)

A AEERGE—EH

HFiEEH : TG, Email: wangming@gzcde.org.cn

org.cn

This work is supported by grants from the National Science and
Technology Major Project of China (No. 2009ZX10004-306,
2009ZX10004-309) , Science and Technology Program of
Guangzhou Health Department (No. 2009-YB-228).

[Key words] Type 4 dengue virus; E gene

BEREMDEN)EEAEREESHEIARBENES
Pk ENGELBPREEERAY. FHTELN S
BEHREXFESFFINE, AN FRFsE RN, 3F5M
Th 3 4 J5) &Y DEN $47 ¥k B A 56 B bR i 47 Bk kAT R B4 1o
8, MR R G M BRI T AR TR

1. RS Ak

(1) #+ ¥} : DEN IgM/IgG ## 1€ ELISA i #) & (Dengue
IgM/IgG Capture Elisa Kit) .DEN tR 3 # 33257 & (Dengue



.1052.



R F TR A 2011 4E 10 A48 32455 1088 Chin J Epidemiol, October 2011, Vol. 32,No. 10

-1053-

5 E0 B J2 75 TF 2004 4E SW38i, 2007 £F 0712aTw J 47 ¥k IRl B
PEHEINT R, #E R 2010 4E S M i %1 1 BLAY DEN4 T B3R IR T
ENERTEIE , M JLES M £ F 5 5 DEN BW AT AR
BB I PR B F K TSRS IE (DHF/DSS) B XU, T B A
197 72 91 DEN4 IE 78 BUR B fth 2 51 8 Bk 72 i B R K P 3tk
X EBEHATHR , B R 058 %% R 5 B vk W

$ £ X W

[1] Klungthong C, Putnak R, Manmen MP, et al. Molecular genotyping
of dengue viruses by phylogenetic analysis of the sequences of
individual genes. J Virol Methods,2008,154:175-181.

[2] Wu XW,Jiang LY, Wu YJ, et al. Analysis of E gene of type 1
dengue virus from the outbreak in Guangzhou in 2006. J Tropi

Med,2009,9(5):521-524. (in Chinese)
BE4E . BAE EVE, S N 2006 4F | RIBERBHATHR
EEEFFI 7. il E3RE,2009,9(5) :521-524,

3] Di B, Bai ZJ, Wang YL, et al. Molecular epidemiologic analysis on
new emerged type 3 dengue virus in Guangzhou in 2009. Chin J
Epidemiol,2010,31(7):804-807. (in Chinese)}

KA, HETE, XA, % TN 2000 F 57 LR 3 RN
SFRATRFED. PERITAFIE.2010,31(7) :804-807.

[4] Li DS, Liu W,Guigon A, et al. Rapid displacement of dengue
virus type 1 by type 4, pacific region 2007-2009. Emerg Infect
Dis,2010,16(1):123-125.

(cf% B 4 :2011-03-28)
(FXHE: FEL)

AL LE20105FEFRIRETEAREMT

e HIFA MEE B ITER It
[@ir)] FROK; AZTNE; SEBENE

Analysis on the spatial distribution of severe hand-
foot-mouth disease cases in Lushan county Henan province
in 2010 SUN Jian-wei, XU Bian-li, CHEN Hao-min, KANG
Kai, WANG Yan-xia, WANG Hai-feng. Institute of Infectious
Disease, Henan Provincial Center for Disease Control and
Prevention, Zhengzhou 450016, China

Corresponding author: CHEN Hao-min, Email: chenhm@hncdc.
com.cn

This work was supported by a grant from the Henan Medical
Science and Technigue Foundation (No. 2011020175)

[Key words] Hand-foot-mouth disease; Negative binomial
distribution; Spatial clustering

FRORERREFESTIHEL BHFHXER",
HATEAEF B RS B A RFER T R A T ESF
B 92 5 AE 7 ) 0 S F A3 A A AIE S5 MR, D e A B ST N 2010
ET A RS BERPIREEE LA KRGIE RN HRE
HEBEAT T 404, B S R IRE T T o

LB S iRl TRAREMEERRESLE
20104 EAEF B ORI R BIRE FARIRR. #
A —Fsr s & WLE S (H)SEZE(UE S HEER
FI%U10” 65 10 & HABUEE N RR SR ) R EERBIREH

DOI: 10.3760/cma.j.issn.0254-6450.2011.10.024

LA H . e EFRHBET H(2011020175)

FEH 00 : 450016 XBM , T 45 9% TR 22 4 b Lo 1% il BB 45
i B

JB{E1E# : B2 4K, Email: chenhm@hncde.com.cn

WIE & NS HEEATEERBIS G, BT
BB wWH B A THE , REHS B L EA U ARK
IR A H

LER.GUAEREFRENRES BOERARKESE
YRR a6, AEE R RENE, BEERFIED
A3 F LRI (8 B I P O AR MURE M X 2 i, X
BesME. K%E EFH KR LW . DR BTESXTNS
() BIEMPIBE £ B8 62.55% , W LIS B b & ; T 7
BREAILSLUXEERFHHENED. K55 EBERARL
BN AEHHAEEREDNKS 6. BLEES
() RFKIE & FHEERFIBAER, A—RHHUSLER
RFE2.3,

£1 200105884 (B EETFEORHRASH
% & () HEIERBINE Wk & £+ BIAER BT
SsE R s@ B H BIR B R /B
¥Es 75 FES 19 EAE 6 AKE 3 B 1

MHE 65 MESL 16 BYWN ¢ AN 3 BN 1
#HL 55 EXK% 14 KEE 5 HEFR 3 RER 1
KEEM 40 KBS 13 FER 5 BEH 2 @BEH 1
itFZ 36 HHE 11 BEN 4 FHER 2 #BR 1
oL 35 RE® 1 ESH 4 FH O 2 LEN O
BWPE 33 WEF 9 HKEN 4 %KXH 2 XNEN o
BHS 31 FTUE 5 KEN 4 EEN 2 HEE O
KEHE 25 HEEL 2 RFH 4 TFTEFA 1 BEXH O
£k 22 WK 2 HER 3 KEN 1 FEE o
FTHEE 21 £11 2 HER 3 OEH 1

3. AT ERE P EREHTRELER 6
MEZMFRY, YRR REHERAEENT SR
Wo A , A AR A RAERFRRRALE. BAYEE



