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[Abstract] Objective To analyze the molecular epidemiological characteristics on HIV
infectors/AIDS patients (HIV/AIDS) under a follow-up program in Zhejiang province in 2009.
Methods 303 cases were randomly sampled. Information on the cases was collected and followed by
genomic DNA extraction. Gag gene fragments were amplified by nested PCR, followed by sequencing
and bio-informatic analysis. Results The rate of success for sequence acquisition was 74.3% (225/
303). Distributions of HIV subtypes were as follows; CRFO1_AE (58.7% ) , CRF07 BC (13.8%) ,
CRF08_BC(9.8%),B’ (15.1%) ,C(1.8%) ,G(0.4% ) and unassigned BC (unique recombinant form
0.4% ). Results from the HIV BLAST analysis showed that the sources of strains with the highest
homology involved in 10 provinces/municipalities (Liaoning, Guangxi, Yunnan, Henan, etc.) and five
other countries (Thailand, Vietnam, India, South Africa and Libya). The CRF01_AE phylogenetic tree
was divided into four clusters. The sequences of HIV/AIDS with homosexual transmission showed a
gathering in cluster 1, and mixing with those infected through heterosexual contact. Conclusion
Circulating recombinant forms of HIV seemed to play a dominant role in Zhejiang province. Unique
recombinant form and new subtype of HIV were found. People living with HIV under homosexual
transmission and heterosexual transmission had a trend of interwoven with each other. Increase of
both the diversity and complexity of HIV strains were also noticed in Zhejiang province.
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1. BEA R85 A5 55 L Z K U ) 45 77
2 E AR B HIV/AIDS, L 2009 4E #1145 58
BB B 2456 5] HIV/AIDS M fliAe 8 A B, LA b
T R A AT BEVLRARE (AR LBk 13% ) , B3 AT
AN, & B B2 5 Excel 3K
41 5 RAND FEALeR T 2 T O RE T 8 A BT
WAE, 2 R/NEF BRI AR, RS SABCH
319 A, H 16 AR BIFHEA , B A€ 303 F 0 8H
RIFR. HRMNRHFATRFE BB RS
FREEEMMAEAENLRS, MHEA(4~8ml
EDTA HiE 2 Il ) i 22 5% By # il o0 THEA
ABEVIEREE, MR e m Mg AR E R E
AR E T-80 CHRFH & ik ZHLA S meh
HEPLERE,

2. B3 B

(DEEY % XM FF : K A Qiagen A 7] M
QIAamp DNA Blood Mini Kit % 200 pl 4> if £ 4 2
B AL N ZH DNA, DL R #E4R , SR A & X PCR 3™ 1%
HIV i) gag 3£ H F B (1081 bp) . gag HEHT W54
J¥3Y B PCR B %k & IR SCHK[3,4] . 5—% PCR
KR A 25 pl, & B LW E K : 2.0 mmol/L Mg?*,
0.2 mmol/L dNTP, 0.4 umol/L 5| %] GAG-L/GAG-E2,
1.5 U Ex Taq,5.0 ul DNA¥EAR, 5 % PCRIEZR N
50 ul, 5% A4 ¥R B : 2.0 mmol/L Mg?*, 0.2 mmol/L
dNTP, 0.4 umol/L 3| # GUX/ GDX, 2.0 U Ex Taq,
50 B, BHF=Y2 %3 R Ik
WG B A IR EEA M ARG R A R4t
FH #1754 GUX 1 GDX W [a1 i 5 , 2 57 A U 4L
2 ABI PRISM 3730XL, #ll /¥ ik # & BigDye
Terminator v3.1 Cycle Sequencing Kit,
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H1 ) Contig Express 2H {4 X i 138 [8] ) F 51 146 47 BF
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B HIVEIEE . 4§ BioEdit 244 #E74 FF 51 F1
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% B B ¥ (bootstrap) H & i& B 1000 XK # &
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W€ HIV RV AT B R B AL B B
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£ 16, KPS P EFEQEZE . U)IF
R 761, 7 B AR S B BURR & 94.7%
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(1/225) ; X AL 2 B LA 90 o L 461 B 75 (44.0% , 99/
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(14.2%,32/225) . K28 K% (12.0%,27/225) Fi3C
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BCEH AR (5 24.0%(54/225) ; AL FiATHEE 41 B RIY
i 17.3%(39/225) , 85 B’ (15.1%, 34/225) .C(1.8%,
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(33/38) ; HIV/AIDS H1 7448 £ 55 P #E HIV A
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S HIV T84
Bz
I Rt B4 &5 RmR S8 Hiy A
B3 15 WE Him B OAE

CRF01_AE 33 87 3 1 - 8 132(58.7)
CRF07_BC 3 22 4 - 1 1 31(13.8)
CRF08 BC 1 15 3 - 1 2 22(9.8)
B’ - 20 - 10 2 2 34(15.1)
C - 1 - - 2 1 4(1.8)
KEMBCEHA 1 - - - - - 1(0.4)
G - 1 - - - - 1(04)

&1t 38 146 10 11 6 14 225(100.0)

o HE SN B R IR, 155 ISR I L (%)
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B 2008 4F 12 A #HiE, A LB RAE AL, HAT
B R ER G5 Y AT HR R B S , AR
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CRF01_AE 132(58.7) 0.052+0.014 I 76(47), 1L T(44), £ E(18), /M EE(10), #FE(6), WIL3), LFH(3), |E(1)
CRF07_BC 31(13.8) 0.042+0.013 T, L5 (8), Fri#E@), T H3), =zE3), mikQ)
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C 4(1.8) 0.050+0.010 ZEIQ2), FHEQ), ENEQ)
FEXBCEA 1(0.4) - M)
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