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[BE] BEY FiTHBVRLEZREWHBV-DNA RN FREAGIBOENH, FiE %
FREE P4 /BT 2009 45 8 A Z 2011 4F 11 B ¥IR=RiK A 2210 (&) M #% HBsAg Btk LR ()
7% HBsAg PR 138 N REE R E A LA 4 . HIHE R B T W2 ok IR A
W B3 S st A A J LB S I, A D0 HBV I 75 24 65 54 (HBVM) (HBV-DNA, LU il HBV-DNA
5 =5X 10° copies/ml 55 5 20 , B #7 1. HBV-DNA £ & <5 X 10* copies/ml J % B, %R
(1) LB I HBV-DNA FH#: 2% 34.89%(48/138) HBsAg FHH:% % 28.3%(39/138) , HBeAg 1
PEFE N 15.29%(21/138) . (2) S ILIE HBV-DNA PR % H 76.8%(106/138) \HBeAg FAH: 2 7 42.8%
(59/138) ; ¥4 HBV-DNA [ K1 21.0%(29/138) , (3) B Z 4347 B , 2 Il 3E HBV-DNA P4 .
AL 1M 7E HBeAg FEYE A&V HBV-DNA FAH#: A%t Z BT (Z AP &g R R B 5 it LI —% %
& 5 5 HBV i B {Z 3 fa i B & (P<0.05) . (4) ZH E 247 B 7R, S Il # HBV-DNA B . &2
HBeAg FH: 45 HBV-DNA FH¥: A HBV AL B | AN AR R E, ORE (95%CDH 4} 51 H 5.7
(1.1~29.1) .42(1.7~10.0) .6.7(2.4 ~ 18.9) . (5) & il & HBV-DNA #, & 5 ¥4 HBV-DNA H. 7%
TERERMXEHE, (6)ROC #4171 F B, & Il 7 HBV-DNA 2 & % 10° copies/ml. ¥5 B
HBV-DNA # &4 10° copies/m] F.H Il (U= A RS , B PN & 4 HBV T HAERR MR
o it AUMmiE HBV-DNA FHE . X HBeAg FHYE K& HBV-DNA [ J& HBV & B3 H{E#% 1Y
fER HE ; A1 5 HBV-DNA #, & > 10° copies/ml. %5 # HBV-DNA # & >10° copies/ml & , 3 /i<
B HBV BN HER,
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[Abstract] Objective To explore the relationship between HBV-DNA load and the offspring
vertical transmission of HBV. Methods 138 families who had taken the examination between August
2009 and November 2011 but the HBsAg of the housewife was negative, were chosen as research
objects. Blood from the couples and sperms from the husbands during pregnancy were followed and
collected for detection on related indicators. Cord blood was sampled after delivery for HBVM and
HBV-DNA quantification. Those with HBV-DNA load =5 X 10 copies/ml were chosen as cases while
those <<5 X 10’ copies/ml were formed as controls, respectively. Results 1) The positive rates of
HBV-DNA was 34.8% (48/138) in the neonatal cord blood while the positive rates of cord blood
HBsAg and HBeAg were 28.3% (39/138) and 15.2% (21/138) respectively. 2) The positive rate of
semen HBV-DNA was 21.0% (29/138) while the positive rates of paternal serum HBV-DNA and
HBeAg were 76.8% (106/138) and 42.8% (59/138). 3) Among the positive ones on paternal serum
HBV-DNA, paternal serum HBeAg, semen HBV-DNA, items as measures taken for HBV vertical
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transmission and prevention on the fathers and the first class family histories on HBV appeared to be
the risk factors for HBV paternal transmission (P<C0.05). 4) Data from Multivariate analysis showed
that positivities on paternal serum HBV-DNA, paternal serum HBeAg and semen HBV-DNA were risk
factors for HBV paternal transmission (OR=5.7,95%CI:1.1-29.1; 0R=4.2,95%CI: 1.7-10.0; OR=
6.7, 95% CI: 2.4-18.9). 5) Dose-response relationships were seen between levels of paternal serum
HBV-DNA load and cord blood HBV-DNA load, between levels of paternal serum HBV-DNA load
and semen HBV-DNA load, between levels of semen HBV-DNA load and cord blood HBV-DNA
load. 6) Results from the analysis on ROC curve showed that paternal serum HBV-DNA load level
(10° copies/ml) and semen HBV-DNA load level (10° copies/ml) were better demarcation points to
forecast the occurrence of paternal transmission of HBV, because of the better sensitivity and
specificity they had. Conclusion Items as positives on paternal serum HBV-DNA, paternal serum
HBeAg and semen HBV-DNA were risk factors for HBV paternal transmission. When paternal serum
HBV-DNA load >10° copies/ml and semen HBV-DNA load >10° copies/ml appeared, the positive

rate of HBV paternal transmission would increase.
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1. B4 - £ 200945 8 A = 201145 11 A #
1R A PR ER T RIS KA , IR s HL A
8 7 HBsAg FA#:, 22130 HBsAg It Ry 228, H
&R EXNTAERES S5 HBY ME ¥R EY
(HBVM) #1 HBV-DNA #, &2 K i % <& & HBV & 42
F , U R BB R B BUB W 1T HBV-DNA S8/,
It Y e AR B 2 1 0 R B LB A LR X & o
A JLB T I HBV-DNA # & =5 X 10? copies/ml &
SR B4, <5X 10° copies/ml A XT FR4H . A HEBR ZE
i 168 [R]85 V1) 2 ok A 46 , 2000 T 0 865 s P Ok L Y0
HBVM Fl HBV-DNA, f¥ & A& A HBFR %K
BEH 1384,

2. BFSE T FRAB XN R L & & HBVM, Jf &
0 1f 7% HBV-DNA k& , 8 B BT 22 A 2 47 i, i Bk
B 4 LB A I 4 1) HBVM., HBV-DNA # &
HBVM K ili % Ff ELISA , idF| & i Rl A THRA
FR/N R4 AC M5 KSR HBV- DNA iR 8 &
% B PCR #: (FQ-PCR) , i 5 & H1 7% € ROCHE
N, BARERAE XA R AW R A
GRS AR S

3. Gt 0T G4BT R A SPSS 11.5 3k 4%,
TR RLR R 38 BR Fisher X5 TAHER ;5 T B 5B
SRR RBHIESERE; ZRERFRRMZHEIE

FAR i logistic EIH 437, P<0.05 AZERFLITH¥
B,
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1. Fi4E )L i HBV-DNA FITESR . 76 138 4%
BE H AL 1M i HBsAg # B4 , FLH# HBV-DNA [H 2
7 76.8% (106/138) . HBeAg [H #: 3 & 42.8% (59/
138) , ¥4 /& HBV-DNA FHPE R K 21.0%(29/138) 5 H:
A LB i HBV-DNA P % 34.8%(48/138) .
HBsAg FH 3 28.3%(39/138) , HBeAg FH M Ny
15.2%(21/138),

2. HBV BT H ARG R R & 7 -

(1) B 43t « FL0 2 th A2 1 ¥ HBV-DNA [H
P A 1 ¥E HBeAg FHE: N5 HBV-DNA FH#: A%
HIFF R () B4%& 42 R B ik R s
— B KIS SR AHBV EHERNLERER
(P<0.05,% 1), MACEXUFAER L SO R
HBV ## 0 E] TR B IEH 2B RGBT .
HBV i i FEHEHBAMBERE 2R )X Z
FF A5 #3842 R TR J7 i IR ATR U HBV 1§00 .2 &
ERER Frd L /%8 HBV LB B AR 3R
R H % (¥ P>0.05),
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W% Bi¥ {5 PHE ORME
A2 Il HBV-DNA FEf4: 106 14.951 <0.05 11.50
AL M7 HBeAg FAH: 59 27359 <<0.05 7.40
¥ HBV-DNA B4 29 27313 <0.05 10.03
N CHHE RGN BB A AIBE 48 7.728 <0.05 2.669
HLA—BFRES 48 6.500 <0.05 1.877

(2) ZHE 5T : K P BT HEE T 18 50 B R A4
WHAFIF B AR, R BRI p A
B4 AL M1 7E HBV-DNA FH % . i HBeAg FH 1 K
HBV-DNA [H % , OR {8 K H 95% CI 43 7| 43 5.744
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HE >l HBV-DNAZ &,
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R — 25 43 47 AL I HBV-DNA % 8 FUE %
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