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[BE] BY #HitPEARMRIRFEETF-a TNF-0) ZEH B 57X 308 S L5 58K
HBV B M KB, FiE BRPIMIEET 200141 A E201345 ANTFRRNTE, A
A X TNF-0-308 EH £ 5 58 HBV R LR FIX BB R . 3 ABESCEEBEBREES
F Stata 12.0 45317 Meta 2087, R A 11 1036 T TNF-0-308 B H £ 54 518 H: HBV K
BB AR BT BRI, PR B 1 872 A IR 1471 A, Meta BHTEE R R0 . E TR E
FERIh HTRE WEL B A 2o BB BR3P VE T (A vs. G: OR=0.579,95%CI;0.422 ~ 0.794; GA vs. GG:
OR=0.525,95%CI . 0.325 ~ 0.847; AA vs. GG:OR=0.301,95%CI:0.125 ~ 0.720; GA-+AA vs. GG:
OR=0.490,95%CI; 0.309 ~ 0.777; AA vs. GA+GG: OR=0.542,95%CI;0.394 ~ 0.746) , iH—44
Bt 8w, EIbIT ABE S TNF-0-308A S 5 N 19 R 1A 7T L) B 3E MK 84 HBV B X
B, MFEEEE A A A B 18 A IR A3 AT PCRVE AR F BE A B 5T H 30 R 2 B A S0 B 15 9 4%
PIERA. 48 PE AP INF-o-308 % H £ 5H 518 BV BRI 1A X8 154 A S R
2R HBVRLENEPHEE.
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[Abstract] Objective To explore the association between TNF-u. gene 308 locus polymorphism
and the risk of chronic HBV infection in Chinese population. Methods PubMed, Embase, CNKI and
SinoMed database were searched for relevant articles published from January 2001 to May 2013.
Case-control studies on TNF-a-308 polymorphism with chronic HBV infection in Chinese population
were gathered with meta-analysis applied for calculation of pooled OR value (with 95%CI) after
data abstraction. Results Eleven case-control studies for the TNF-u-308 polymorphism with a
total of 1 872 cases and 1 471 controls were included. Results from the overall meta-analysis indicated
that —-308A. allele had a significant decreased risk of chronic HBV infection (A vs. G: OR=0.579,
95%Cl: 0.422-0.794; GA vs. GG: OR=0.525,95%CI:0.325-0.847 ; AA vs. GG: OR=0.301,95%CI:
0.125-0.720; GA+ AA vs. GG: OR=0.490, 95%CI: 0.309-0.777; AA vs. GA+ GG: OR=0.542,
95% CI: 0.394-0.746). In subgroup analyses by region, a significantly decreased risk seemed
associated with —308A allele in population from northern China. When stratified by case type, control
type and genotyping methods, there apppeared no significant association between TNF-a-308A allele
and chronic HBV infection in the studies when spontaneously recovered one’s were used as controls
and PCR used as its methodology. Conclusion TNF-0-308A allele seemed a protective factor for
chronic HBV infection in the Chinese population.

[Key words] Tumor necrosis factor-u-308 gene; Polymorphisms; Chronic HBV Infection;
Meta-analysis
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