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[Abstract] Objective S gene of hantavirus(HV) was expressed in insect cells by genetic
engineering technology. The expression product of S gene was used as antigen to detect anti-HV
specific antibody IgG in serum. Methods Gene encoding NP of the strain HV-Z10 was amplified by
PCR and then its eukaryotic expression system rBAC-Z10S-TN was constructed by using the routine
genetic engineering method. SDS-PAGE was applied to measure the expression of rNP.Ion-exchange
plus Ni-NTA-affinity chromatography was performed to purify the recombinant product. Indirect
immuno-fluorescence assay (IFA) was used to determine the specific immune-reactivity of rNP. WB
assay was established to detect the serum samples from 95 confirmed HFRS patients. Parameters
related to the outcomes of detection were compared with the routine HV-IgG IFA method. Results
rBAC-Z10S-TN was able to express tNP with high efficiency. The purified rNP only showed a single
protein fragment in the gel after SDS-PAGE. HV IgG could efficiently recognize rNP and hybridize
with the recombinant protein. 97.67% of the serum samples from the HFRS patients were positive
confirmed by WB. Conclusions We successfully constructed a high efficient prokaryotic expression
system of NP encoding gene from hantavirus strain HV-Z10. WB assay which was established in this
study could be used as a new serological test for HFRS diagnosis, thanks to the simplicity, safety,
sensitivity and specificity of this method.
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