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[Abstract] Completion of the genome sequences on Yersinia pestis bacteriophage offered
unprecedented opportunity for researchers to carry out related genomic studies. This review was based
on the genomic sequences and provided a genomic perspective in describing the essential features of
genome on Yersinia pestis bacteriophage. Based on the comparative genomics, genetic evolutionary
relationship was discussed. Description of functions from the gene prediction and protein annotation
provided evidence for further related studies.
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