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[ Abstract] Objective To analyze the intensity and epidemiological characteristics of
hepatitis B virus (HBV) reactivation among inactive HBsAg carriers (IHC) of rural areas in Ji'nan.
Methods In 2018 and 2020, follow-up investigations were conducted on IHC identified in the
population physical examination in Zhangqiu district of Ji'nan. The results of the two follow-up visits
were compared to analyze the incidence and distribution characteristics of HBV reactivation in IHC
at the community level. Results A total of 424 THC completed two follow-up visits, and 47 cases of
HBV reactivation were found, the cumulative reactivation rate was 11.08%, and the incidence
density was 5.46/100 person-years. Multivariate analysis showed that gender, age, smoking,
drinking , family history of liver disease and chronic diseases were not associated with HBV
reactivation (P>0.05), and baseline HBV DNA load was associated with reactivation (P<0.05), in the
HBV DNA level =1 000 IU/ml group, the reactivation rate could reach 18.92%. After reactivation, the
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mean level of ALT increased from baseline and the abnormal rate increased, liver function tended to
be abnormal in reactivated patients. 4 (8.51%) reactivators had hepatitis, and 1 (2.13%) had
jaundice hepatitis.Conclusions The incidence of HBV reactivation was higher among IHC in rural
communities in Ji'nan. Most of the reactivators were asymptomatic or mildly reactivated. Follow-up
of inactive HBsAg patients should be strengthened and changes in ALT and HBV DNA levels should
be closely monitored.
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R E RIS R . AR ABRIE S AT X
% 42411,

2. Piii vt 2 WA (] 6 04 25 0F 5% % G 4% s 4
AH AR UE 30 H L A% — TRk fi2 Wi, 2018 4%
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AST #J>40 U/L; TBIL>19 pmol/L;y-GT>60 U/L,
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Sk AR AL 1.000
w 414 46(11.11) 1.000
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<50 155 9(5.81) 1.000
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R3  INRERM ARG ShE HBsAg #5342 HBV PR 5 28 7 ST I BE A a8 b2 1k

7D PG TG (R, %) BB S AL (R AL LE , % ) XE PAH

ALT(U/L) - 0.006

<40 47(100.00) 39(82.98)

>40 0(0.00) 8(17.02)

SIS M (P, P,y) 19.10(16.20,28.00) 22.80(17.00,32.00) 2.070 0.038"
AST(U/L) - 0.111

<40 46(97.87) 41(87.23)

>40 1(2.13) 6(12.77)
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SR 2 (wmol/LL) 0.237 0.626
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<2 000 47(100.00) 11(23.40)
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RE 55 BT A H] HBV FES0E b M 25 S i 2 56 P 8 2
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A AH Yan %501 077 4] 2 A& L Ry % 30
IR A S 46 3 F HBV JE [ 1, B Al ¢ U 5
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LIBAICHI N F, 5 89.74% , Hoyk o D AL ; i 78 BT iz
e JF R B BF ST HBY LR B DL D &Ry =,
50.10%. 1A W58 s, HBV &K Y& HBV ik
TR fa ks &R o BE R R B A C 5 FEE R
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ABFSE 30, AR B HBY BROS & H R
Tt A EF TG FE L, X S A HRE S
P 5 PO XRS84T A S AR — 2, T BB ZE R A
WEFE T TR 5 FEOE ORI X
BORE, WF 5T 4508 22 K 5 Yeo 250 #E — T &
XF 600 Z 11| 5] 22 i i 422 32 1697 1 HBsAg FHAE
HRRTREPERF ST |, e B R A S A R A L

SR PO HR B AR T Seto 451 S SH 74222 ¥ 1L T
YRS HE A B P HBV 45507 4, =50 % 41 130
KRR . AR K BUAR IS S PO A oG, 4
TNAEIR ] BE AN 2R I FREOE ST R . ARESY
K IKEAE HBV DNA #5513 HBV F-30E % L
Fh XA RSB R 7K - HBV DNA 26 &
S M PTG () HE L AE I PR 2 A — 2, 4R R X HBY
DNA>1 000 1U/ml PGS BZ AN R BEDIR . I
Ab PR R I SR LN ST, SR e R
5 HBV FRR0E Z 0] 0 Gk, BEAE AR DL AH G 1 410E .
ARHFFEIR LI, B RS e, B ALT
FAFT LT H HBV DNA K436 T s . A RIE
FR,7F HBV FR30G i R v, ALT K10 T i A bl 5
HBV DNA /K- 78 , A B HBV DNA ST 5
R, ALT KSF B & TH ' R, s ALT KAl
HBV DNA /K-F RJ LUAE Sy Wil i 25 HBV HEE0TE K
W f) FEEAE bR . HBV F-3075 8 5 £ Bl AR R
FESE AL T, S BOA R R PSS MR YT 4E
IRIEOLT R 0] RE A A B0 e RN 76 1 2
FF Ry o ASHESY & B, BR300 I 1Y ALT St 5k
17.02% , B BT R & A2 %68 2.13%, 7R THC &
A= PR I R b T TeRE AR N R AR, B
PIEATIIEIARTT , AR 1k 30 R AL A
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