FPAERA TR A2 R 2022 4E5 H 4 43 445 53] Chin J Epidemiol, May 2022, Vol. 43, No. 5 - 649 -

o XU T A EBR SRS

BRI EDDUE 1 N 56 i 18 4% —
R R (S

ZEK' ;HXH S5 ANF EpEg wE Es- BAw
Bede! #E¥EGC mHC EA EAeH a0 ZAN xBREY IRy
PUE DI Y S ¥ S - R A

bR KFAE T AFRAATRE ZARTF F, T 10019157 F 8 T & %7 24 F
3 F By 266033 ;7 H T B KRR 42 8 AL 310051 51T 5 R R TR 42 P s
# 210009 w9 )1 2 sk 5 TR 4240 b, AR 61004154k T T & R TR 424 e, e
T 100013 ;7 L & JR TRy 42 4] o, L 2003363 R E T R BR324 oo, RiE
300011;° F i 4 BTG 354 b5, 19T 810007 ;" 2 & Iix 4 & Ja T By 324 F o v R
% 150090 ;" HRER T % 5 TR 42 44 B s, HRER 05600157 = d 4 & R R 426 s, B9
650034

BAEAEHE . & 24 Email : caoweihua60@163.com

(FE] B# o8 b E AU T AR R st - B e HAEH . Ak A E
WA TFEILRG SIS G, ) Sl B AR F38 B AR ISR 38 3 43 AR 1% 5O 5 U 9 35 A% 255007 11
OSABMIVE R IR DR G- AT A XS EAEH . &R ARSI A 20 477 %225 2 (1 [ ok
BIXAF, 5 395 Bl el ol FR A, H AR 66 X WA T35 et o o R AR IE FIPE SIS, 4RI | 24 ik
T AT 73 B0 R R4 A A5 AR 1 7 2Rl O B A N 34 B A B I AR T (3 P>0.05) . 451k 7EA
HIF5E A H ] B AR XA 7 AT v oA 2 B0 Do 1 3 A -2 15 XA AR

[Eggim] sois; By S-SR EER;  SUEFIF

ESTR:E%E A KRR F 4 (81973126, 81711530051) ; 43 25 1 47 Mk BHWF 4 35 (201502006,
201002007)

Gene-lifestyle interaction on coronary heart disease in adult twins of China

Xi Yu'e!, Gao Wenjing', Lyu Jun', Yu Canqing', Wang Shengfeng', Huang Tao', Sun Dianjianyf’,
Liao Chunxiao', Pang Yuanjie', Pang Zengchang’, Yu Min’, Wang Hua', Wu Xianping’, Dong Zhong",
Wu Fan’, Jiang Guohong®, Wang Xiaojie’, Liu Yu'’, Deng Jian", Lu Lin", Cao Weihua", Li Liming"
"Department of Epidemiology and Biostatistics, School of Public Health, Peking University, Beijing
100191, China; * Qingdao Municipal Center for Disease Control and Prevention, Qingdao 266033, China;
?Zhejiang Provincial Center for Disease Control and Prevention, Hangzhou 310051, China; *Jiangsu
Provincial Center for Disease Control and Prevention, Nanjing 210009, China; °Sichuan Provincial
Center for Disease Control and Prevention, Chengdu 610041, China; °Beijing Center for Disease
Prevention and Control, Beijing 100013, China; “Shanghai Municipal Center for Disease Control and
Prevention, Shanghai 200336, China; °Tianjin Centers for Disease Control and Prevention, Tianjin
300011, China; °Qinghai Center for Diseases Prevention and Control, Xining 810007, China;
Y Heilongjiang Provincial Center for Disease Control and Prevention, Harbin 150090, China; "' Handan

DOI:10.3760/cma.j.cn112338-20210707-00530

W EHE 2021-07-07 RGEE RS

SIARE ZE K, @ OCH, B8, 55 TR0 EDUE T B i 0o 18 14 - A2 36 7 s AR I h 3R iAo 2k
ik, 2022, 43(5): 649-654. DOL: 10.3760/cma.j.cn112338-20210707-00530.

Xi YE, Gao WJ, Lyu J, et al. Gene-lifestyle interaction on coronary heart disease in adult twins of China[J]. Chin J
Epidemiol, 2022, 43(5):649-654. DOI: 10.3760/cma.j.cn112338-20210707-00530.




< 650 - rRAERA TR A2 R 2022 4E 5 H 4 43 #4255 53] Chin J Epidemiol, May 2022, Vol. 43, No. 5

Center for Disease Control and Prevention, Handan 056001, China; " Yunnan Center for Disease Control
and Prevention, Kunming 650034, China
Corresponding author: Cao Weihua, Email: caoweihua60@163.com

[ Abstract] Objective To explore the gene-lifestyle interaction on coronary heart disease
(CHD) in adult twins of China. Methods Participants were selected from twin pairs registered in
the Chinese National Twin Registry (CNTR). Univariate interaction model was used to estimate the
interaction, via exploring the moderation effect of lifestyle on the genetic variance of CHD. Results
A total of 20 477 same-sex twin pairs aged >25 years were recruited, including 395 CHD cases, and
66 twin pairs both had CHD. After adjustment for age and sex, no moderation effects of lifestyles,
including current smoking, current drinking, physical activity, intake of vegetable and fruit, on the
genetic variance of CHD were found (P>0.05), suggesting no significant interactions. Conclusion
There was no evidence suggesting statistically significant gene-lifestyle interaction on CHD in adult

twins of China.
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