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[ Abstract] HIV cluster detection and response (CDR) is a critical strategy to end the HIV
epidemic by offering information to identify prevention and care services gaps. The risk metrics for
HIV clusters can be classified into three groups: growth-based metrics, characteristic-based metrics,
and phylogeny-based metrics. When identifying HIV risk clusters, the public health response can
reach people in the affected networks, including people with undiagnosed HIV, people with
diagnosed HIV who might not be accessing HIV care or other services, and people without HIV who
would benefit from prevention services. To provide references for HIV precise prevention in China,
we summarized the risk metrics and the intervention measures for CDR.
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